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N. meningitidis, 379 

terminal branching, 879 
Endoglucanase activity 

O. xanthineolytica lyticase, 414 
Endohydrolase 

M. rouxii hyphal extension, 939 
Endonuclease Rsal 

R. sphaeroides, 380 
Endotoxin-like particles 

E. coli cell wall, 982 

phage T4D receptor, 982 
Enzyme IIA/IIB function 

E. coli, 120 

genetic locus affecting, 120 

man, 120 

ptsM, 120 
Erwinia spp. 

plasmid R68.45, 111 
Escherichia coli 

alcohol effect, 1040 


alkaline phosphatase precursor processing, 726 


amino acid exhaustion, 202 
amino acid starvation, 236 
ams, 325 

araBAD promoter mutants, 659 
asn genes, 221 

asnA, 212 

asnB, 212 

asparagine auxotrophy, 221 
asparagine synthetase, 212 
ATPase, 768 

aurovertin, 768 

autolysis, 52 

azide resistance, 724 

BF,, 768 

biotin, 1025 

bir, 1025 

catalase, 319 

cell diameter during division cycle, 869 
cell division, 153 

cell wall, 982 

cheC, 527 

cheD, 953 

cheE, 527 

chemotaxis, 527, 953 
chromosome inversion, 391 
chromosome replication, 236 
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nucleic acid synthesis, 153 

nucleotide exhaustion, 202 
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tif-1 mutation, 819 

Tn5 insertion mutations, 439 
tolM, 162 

tonA, 162 

tonB, 162 

transcription, 547 

traT protein, 285 

trmA, 371 


tRNA(5-methyluridine)methyltransferase, 371 


tsl-1 mutation, 819 

tsr, 953 

uhp, 347 

upshock, 52 

UV light, 724 

uurD mutation, 535 
Ethanol 
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Multicopy dsd hybrid plasmids, 185 
Mycoplasma gallisepticum 
antigens on membranes, 683 
Myrica pensylvanica 
hydrogenase in root nodules, 138 
Myxococcus xanthus 
adenylate energy charge, 1007 
fruiting body formation, 1007 


Nalidixic acid 


E. coli, 153 
Neisseria gonorrhoeae 


J. BACTERIOL. 


acetohydroxy acid synthetase, absence of, 344 


chromosomal gene transfer, 350 
Neisseria meningitidis 


respiratory electron transport chain, 879 


Neurospora crassa 
basic amino acids, 945 
fructose transport, 763 
inorganic polyphosphates, 945 
nuclear division, 268 
picolinic acid, 268 
vacuolar pool regulation, 945 
Nicotinamide adenine dinucleotide 
pyridine nucleotide cycle, 1032 
recycling, 1032 
S. typhimurium, 1032 
nif 


be 
a. 
d 
: 
4 
aq 
3 
he 
ia 


VoL. 142, 1980 


K. pneumoniae, 99 
nitrogen metabolism, 99 
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5S. cerevisiae, 499 

Oligopeptide permease 
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